Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.068; wR factor = 0.189; data-to-parameter ratio = 13.1. organic compounds o3340 Zhang et al.
In the title compound, C 16 H 14 N 2 O, the benzimidazole ring system is essentially planar. The planes of the benzene rings make a dihedral angle of 85.92 (8) . In the crystal, neighbouring molecule are connected into paris along the c axis by weak C-HÁ Á ÁO interactions and the connected pairs are expanded through C-HÁ Á ÁN hydrogen bonds and C-HÁ Á Á interactions along the b axis.
Related literature
For the synthesis, see: Cao et al. (2012) . For applications of nitrogen-containing heterocyclic compounds in the agrochemical and pharmaceutical fields, see: Ge et al. (2009 Ge et al. ( , 2011 . For a related structure, see: Sun et al. (2012) . Mo K radiation = 0.08 mm À1 T = 293 K 0.28 Â 0.24 Â 0.19 mm
Data collection
Brucker APEXII CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.978, T max = 0.985 6666 measured reflections 4523 independent reflections 3775 reflections with I > 2(I) R int = 0.061 Refinement R[F 2 > 2(F 2 )] = 0.068 wR(F 2 ) = 0.189 S = 1.05 4523 reflections 345 parameters H-atom parameters constrained Á max = 0.23 e Å À3 Á min = À0.29 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C4-C9 and C20-C25 rings, respectively. Symmetry codes: (i) Àx; Ày þ 1; Àz; (ii) x À 1; y; z; (iii) Àx; Ày; Àz þ 1; (iv) x; y À 1; z.
Data collection: APEX2 (Bruker, 2005); cell refinement: SAINT (Bruker, 2005); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
Figure 1
The molecular structure of (I), showing displacement ellipsoids drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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